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@D Vixed Normal
@D Mixed Disorder

Hathewaya
Lachnospiraceae_[G-14]
Acetivibrio

Phocea
Lachnospiraceae_[G-6]
Christensenella
Oscillospiraceae_[G-4]
Clostridiales_[F-1][G-1]
Lachnospiraceae_[G-1]
Lachnoclostridium
Eubacterium

Agrococcus
Faecalimonas

Kineothrix

Oscillibacter
Fusicatenibacter
Lawsonibacter
Eisenbergiella
Lachnospiraceae_[G-3]
Butyrivibrio

Lacrimispora
Lachnospiraceae_[G-13]
Butyricicoccus
Acetatifactor
Faecalicatena
Lachnospiraceae_[G-2]
Lachnospiraceae_multigenus
Acutalibacter
Romboutsia
Mollicutes_[G-2]
Breznakia

Clostridium
Mollicutes_[G-1]
Oscillospiraceae_[G-6]
Eubacteriales_[G-3]
Eubacteriales_[G-4]
Marvinbryantia
Eubacteriales_[G-1]
Blautia
Hydrogenoanaerobacterium
Lachnospiraceae_[G-12]
Pseudoflavonifractor
Oscillospiraceae_[G-3]
Mobilitalea

Lactobacillus

Turicibacter
Oscillospiraceae_[G-2]
Lachnospiraceae_[G-11]
Anaerotignum

Muribaculaceae_[G-1]

Mixed

Genus



